A total of 101 Campylobacter isolates from Nigerian children with or without gastroenteritis were biotyped and serogrouped by using the Lior typing schemes (H. Lior, J.
Organisms belonging to the genus Campylobacter are now recognized as important agents of gastroenteritis (2, 3, 5, 10) . The increased interest in the study of this group of organisms as human pathogens has therefore highlighted the need for a better understanding of the epidemiology of their infections (12) . Concerted efforts to provide suitable methods to detect and identify strains of Campylobacter isolates have resulted in several schemes for their biotyping and serogrouping (1, 8, 13) . Recently, Lior (11) proposed a new extended biotyping scheme which allows the separation of the three species of thermophilic campylobacters, Campylobacter jejuni, Campylobacter coli, and Campylobacter laridis, into eight biotypes, based on the hippurate hydrolysis test (7, 9) , the rapid hydrogen sulfide (H2S) production test (14) (11, 12) , and the Fisher exact test (6) was applied for statistical analysis. DNA test (15) . In an earlier report, Lior et al. (12) described a serogrouping scheme for campylobacters based on a rapid slide agglutination technique with live bacteria and absorbed antisera for the detection of heat-labile antigenic factors. In this study, we used Lior typing schemes (11, 12) were more restricted in their distribution, occurring only in C. jejuni biotype II. There was no statistically significant difference in the distribution of serogroups in relation to the health status of the children (Table 2 ). On the other hand, there were statistically significant differences in distribution among rural and urban children for serogroups 29 and 53 (Table 3) .
This study showed that, of the three species recognized by the Lior scheme (11), C. jejuni was most common (81.2%) in our environment, C.. coli accounted for 18.8% of isolates, and C. laridis was not detected. In a similar study in Canada, Lior (11) reported that 77.1% of isolates belonged to C. jejuni, 21.5% belonged to C. coli, and 1.4% belonged to C. laridis. Coker and Dosunmu-Ogunbi (4) had earlier used the biotyping scheme of Skirrow and Benjamin (14) , based on hippurate hydrolysis and H2S production, to classify 20 hospital isolates of Campylobacter spp. into 19 (95%) C. jejuni biotype I and 1 (5%) C. jejuni biotype II isolates. For our part, we found C. jejuni biotype I in 53 (52.5%) and C. jejuni biotype II in 29 (28.7%) of our isolates. Although the two studies confirm the predominance of C. jejuni in the Nigerian environment, the difference in the distribution of biotypes I and II might be due to the smnaller number of isolates used in the previous study.
Serogroups 2, 4, 29, 36, and 53 represented more than 60% of all isolates and may therefore be responsible for most of the enteritis caused by campylobacters in Nigeria. In a study of 615 Campylobacter isolates from cases of human gastroenteritis, Lior et al. (12) reported the seven most common serogroups to be 1, 2, 4, 5, 7, 9, and 11, representing 72% of typable isolates. Serogroup 1 (18.5%) was the 
